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Figure 1 (A-F) 

Construct Forms Comprising at Least one Single-Stranded 

Region 
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Figure 2 (A-F) 
Functional Forms of the Construct 
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(A) 




RNA 
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Cognate Product 
Promotor Sequence 



(B) 
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Cognate RNA Pol'ase Product 
Promotor Sequence 



(C) 
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Figure 3 (A-C) 



Three Constructs with an RNA Polymerase 
Covalently Attached to a Transcribing Cassette 
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Product T7 First RNA 77RNA 

Sequence Promotor Promotor Pol'ase 

(e.g. Pot III) 



B 



First RNA T7 T7RNA Product 

Promotor Promotor Pol'ase Sequence 

(e.g. Pol III) 



First RNA T7 T7RNA T7 Product 

Promotor Promotor Pol'ase Promotor Sequence 

(e.g. Pol III) (Weak) (Strong) 



Figure 4 (A-C) 



Three Constructs with Promoters 
for Endogenous RNA Polymerase 
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M13mp18. Seq Length: 7250 



1 

I . 


A A TPTTA PTA 
MM 1 1 ML/ ( M 


OIAI 1 Au 1 Ad 


A ATTPiATPPP 
MAI IoAILjUO 






C 1 
U 1 . 


AAATPiAAAAT 


ATATYTAAAP 

Al Al^yl AAAO 


AVjxjI IAI lort 


ppatttyw^a 


A ATPTATPTA 

AAlCalAlUIA 


101. 


ATGGTCAAAC 


TAAATCTACT 




ATTPTO^AATP 


AAPTP4TTAPA 

AAWlUI 1 ALVA 


151. 


TGGAATG4AA 




CCGTACTTTA 


GTTGCATATT 


TAAAACATGT 


201 


TGAGCXACAG 


GflCGA^TTC 


AGCAATTAAG 


CTUTAAGCXA 


TCCGCWaAAA 


25 1 


TG^CCTCTTA 




CMTTAAAGG 


TACTCTCTAA 


1 N—^^ 1 * >^*A^/ I V-4 


30 1 . 


TTGGAGTTTG 


CTTCOGGTCT 


GGTTDGCTTT 


GAAQCTDG^A 


TTAAAACGCG 


35 1 . 


ATATTTGAAG 




TTCCTCTTAA 


TCTTTTTGAT 

Ivl INI \Jkr\ I 


p^PAAirrrrT 


401 


1 1 1 1 V-/ 1 vJTA 


CTATAATAGT 


CA/^^rAAAn 


ACCTGATTTT 


Tr^ATTTATnn 
ivjtai 1 iniuu 


451. 




TTTCTGAACT 


RTTTAAAnCA 




ATTPAATP4AA 


501 . 


TATTTATGAC 


GATTDOQCAj 




TATCGAGTCT 


AAACATTTTA 


55 1 . 


CTATTACCCC 


C1CTQ3CAAA 


ACTTCTTTTG 


G^AAAGOCrrc 


TCGCTA1 1 1 1 


60 1 . 


GGI 1 1 1 1ATC 


GTCGTUTQGT 


AAAOG^GQGT 


TATGATAGTG 


TTGCICI IAC 


651 . 


TATGOcrrcGrr 


AATTCCI 1 1 1 


Q3CGTTATGT 


ATCTGCATTA 


Gl IGAATGTG 


70 1 . 


GTATTCCTAA 


ATCTCAACTG 


ATGAATCTTT 


CrACCTGTAA 


TAATGTTGTT 


75 1 . 


CCGTTAGTTC 


GTTTTATTAA 


CGTAGATTTT 


TCTTCCCAAC 




nn 1 


vj 1 r\ 1 AVA 1 VjrlU 




AAATPP^PATA 

AVVA 1 V^A_X»VA |A\ 


APYTTAATTPA 

rVJK_3 1 A"AA ( 1 


pAATHATTAA 

V^A/A 1 VJVA 1 I rvA 


p 5 1 


AGTTGAAATT 


AAACCATCTC 


AAGCCCAATT 


TAfTAPiTP/TT 




901. 


TCGVCA30CC 


AAGCTTATT 


CACTGAATG^ 


GCAGUIIIGT 


TACGTTGATT 


951. 


TOGGTAATG* 


ATATCCGGTT 


CTTGTCGAAG 


AUACTCTTG 


ATGAAGGTGA 


1001 


GCDVXCTAT 


QCQOCTOGTC 


TGTACAOOGT 


TCATCTG7CC 


TCTTTCAAAG 


1051 


TTGGTGAGTT 


CGGTTCOCTT 


ATGMTGACC 


GTUTGOQOCT 


OGTTTOGGCT 


1 101 


AAGTAACATG 


G^GGfiGGTDG 




CACAATTTAT 




1151 


TACAAATCTC 


CGTTGTAOCTT TGI flOGOGC 


TTGGTATAAT 


oocvrmrx 


1201 


GWGATGAG 


TGTTTTAGTG 


TATTCTTTCG 


(XTCTTTCGT 


TTTAGGTTG3 



Figure 5 



M13mp18 Nucleic Acid Sequence 
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1251 


TGCCTTOGTA 


GTQQCATTAC 


GTATTTTACC 


OGTTTAATGG 


AAACTTCCTC 


1301 


ATGAAAAAGT 


CTTTAGTCCT 


GWGOCTCT 


GTAGOOGTTG 


CTAOCCTCGT 


1351 


TOCG4IGCTG 


TCTTTCQCTG 


CIGAGGGIGA 


OGATOOOGCA 


AAAGQGGOCT 


1401 


TTAACTCCCT 


GCAA30CTCA 


GOGACOGW 


ATATCGGTTA 


TQDGTQQQOG 


1451 


ATGG7TGTTG 


TCATTGTCGG 


CGCAACTATC 


QGTATCAA3C 


TGTTTAAGAA 


1501 


ATTCACCXCG 


AAAGCVW3CT 


GAJAAACCGA 


TACAATTAAA 


GGCTCUI 1 1 1 


1551 


GG^GOCTTTT 


llllIGGAGA 


TTTTCAACGT 


GWwAAATTA 


TTATTCGCAA 


1601 


TTCCTTTAGT 


TGTTCCTTTC 


TATTCTCACT 


COGCTGAAAC 


TGTTGAAAGT 


1651 


TGTTTAGCAA 


AACCCCfiJAC 


AGAAAATTCA 


TTTACTMCG 


7CTGGWGA 


1701 


CGACAAAACT 


TTAGATOGTT 


ACGCTAACTA 


TGAGGGTTGT 


CTGTGGAATG 


1751 


CTACACGCGT 


TGTAGTTTGT 


ACTGGTGAOG 


AAACTG4GTG 


TTACG3TACA 


1801 


TGGGTTTXTA 


TTOGGCTTGC 


TATTXCTGAA 


MTG^GQGTG 


GTGGCTCTGA 


1851 


GQGTGQOQGT 


1CTGAQGGTG 


GOQsnurc^v 


GQGTGGOQGT 


ACTAAACCTC 


1901 


CTGAGTADGG 


TG^TACAOOT 


ATTOOQGGCT 


ATACTTATAT 


CMCCCTUTC 


1951 


GflCGQCACTT 


ATOOQDCTOG 


TACTGAGCM 


AAXCQCTA 


ATCCTMTCC 


2001 


TTCTCTTGAG 


GfiGVZVCflGC 


CTCTTAATAC 


TTTCATGTTT 


GAGAATAATA 


2051 


GGITOOG4AA 


TACE&COCG 


GCATTAACTG 


TTTATACGQC 


CACTGTTACT 


2101 


GW3GGfiCTG 


ACCCCGTTM 


AACTTATTAC 


CAGTACACVC 


CTGTATCATC 


2151 


AAAAOXA1G 


TATGACGCTT 


AOQ3AA3G3 


TAAATTCAGA 


GACTQCGCTT 


2201 


CAAOX^OG 


AOOCOGOTM 


AACTTATTAC 


CAGTACACVC 


CTGTATCATC 


2151 


AA4A30CATG 


TGCCTCAACC 


TCCTGTCAAT 


GCTGGOGGGG 


QJICIGGIGG 


2201 


7CCAT7CTGG 


CTTTAATCAA 


GATCCATTCG 


TTTGTGAATA 


TCAAGGCCAA 


2251 


TOGTCTGflOC 


TGCCTCAACC 


TCCTGTCAAT 


GCTOGOGGGG 




2301 


TG3TTCTGGT 




A33GTGGTQG 




GGOQGTTCTG 


2351 


A33GTQQCGG 


CTUTGfiQQGA 


QGOQGTRXG 


GTGGTQ3CTC 


TOGnccoGrr 


2401 


GATTTTGATT 


ATGAAAAGAT 


GGGAAAQ3CT 


MTAAGGGGG 


CTATG4CCGA 


2451 


AAATGCCGAT 


GAAAACGCCC 


JACAGTCTGA 


CQCTAAA3QC 


AAACTTGATT 



Figure 5 



M13mp18 Nucleic Acid Sequence 
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2501 


CTGTCGCTA3 


TGATTACGGT 


QCTQCTATOG 


ATGGTTTCAT 


TGGTGAOGTT 


2551 


TOCGGOCTTG 


CTAATGGTM 


TOGTQCTACT 


GGTGMTTTG 


CTGQCTCTAA 


2601 


TTDOCAMTC 


GCTOWjTOG 


GTG^OQGTGA 


TAATTCACCT 


TTAATGAATA 


2651 


ATTTCOGTCA 


ATATTTACCT 


TCCCTOCCTC 


MTCGGTTG^ 


ATGTCGOOCT 


2701 


TTTGTCTTTA 


GCOCVCGTAA 


ACCATATGAA 


TTTTCTATTG 


ATTGTGACAA 


2751 


AATAMCTTA 


nOOGTQSTG 


TCTTTQCGTT 


TCTTTTATAT 


GTTGOCVVXT 


2801 


TTATGTATGT 


ATTTTCTACG 


TTTGCTAACA 


TACTGOGTM 


TAAGGAGJCX 


2851 


TTATCATGCC 


AGTTCTTTTG 


GGTATTCCGT 


TATTATTGCG 


TTTOCTCGGT 


2901 


TTCCrPCTGG 


TAACTTTGTT 


0Q9CTA1UTG 


CTTACTTTTC 


TTAAAAAGGG 


2951 


CTTDQGrTAAS 


ATAGCTATTG 


CTATTTCATT 


GIIICIIGCT 


CTTATTATTG 


3001 


GGCTTAACTC 


MTTCTTGTG 


GGTTATCTCT 


CTGATATTAG 


OGCTCAATTA 


3051 


QCCTCTGACt 


TTGTICAQGG 


TGTTCAGTTA 


ATTCTCOCGT 


CTAATGOGCT 


3101 


TCCCTcil II I 


TATGTTATTC 


TCTCTGTAAA 


GQCTOCTATT 


TTCAIIIIIG 


3151 


ACGTTAAACA 


AAAAATCGTT 


TCTTATTTGG 


ATTOGGATM 


ATMTATGGC 


3201 


TGTTTATTTT 


GTAACVOCCA 


MTTAGGCTC 


TOGQAAGflOG 


CTOGTTA3GG 


3251 


TTGGTAAGAT 


TCACCAJAAA 


ATTGTAGCTG 


GGTGCAAAAT 


AGCAACTAAT 


3301 


CTTGATTTAA 


QGCTTCAAAA 


CCVCCCGCAA 


GIDOGG^GGT 


TCGOTAAAAC 


3351 


GOCTOGOGTT 


CTTAGAATAC 


CGGATAAGOC 


TTCTATATCT 


GATTTGCTTG 


3401 


CTATTGGGCG 


OGGTMTGM 


JCCTACGAATG 


AAAATAAAAA 


CQGUI iuu I 


3451 


GTTCTOGATG 


flGTCCCGTAC 


TTGGTTTAAT 


ACCCGTTCTT 


GG&ATGATAA 


3501 




OCGATTATTG 


ATTGGTTTCT 


ACTOCTCGT 


AAATTAGGAT 


3551 


GGGATATTAT 


TTTTCTTGTT 


CAGGAOTAJ 


CTATTGTTGA 


TAAAOV3QDG 


3601 


CGTTCTGCAT 


TAGCTGAACA 


TGTTGTTTAT 


TGTTXaTCGTC 


TQ2ACAGAAT 


3651 


TACTTTACCT 


TTTGTCGGTA 


CTTTATATTC 


TCTTATTACT 


GGCVCGAAAA 


3701 


TGCCTCR3X 


TAAATTACAT 


GTTQQOGTTG 


TTAAATATGG 


CGMTCTCAA 


3751 


TTAAGCCCTA 


CIGIIGAQOG 


TTGGCTTTAT 


ACTGGTAAGA 


ATTTGTATAA 


3801 


OGGATATGAT 


ACTAAACAGG 


Cl 1 1 1 ICTAG 


TMTTATGAT 


TCCGGTGTTT 



Figure 5 



M13mp18 Nucleic Acid Sequence 
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3851 


ATTCTTATTT 


AACGCCTTAT 


TTATCACACG 


GTCGGTATTT 


CAAACCATTA 


3901 


MTTTAGGTC 


AGMGATGAA 


ATTAACTAAA 


ATAATATTGA 


AAAAGTTTTC 


3951 


TCGCGTTCTT 


"rcrrcTTGOG^ 


TTGGATTTQC 


ATCAGCATTT 


ACATATAGTT 


4001 


ATATAACCCA 


AXTAA3XG 


GAGGTTAAAA 


AGGTTAGTUTC 


TCAGACCTAT 


4051 


GATTTTGATA 


MTTCACTAT 


TGACTCTTCT 


CAGOGTCTTA 


ATCTAAGCTA 


4101 


TCQCTATGTT 


TTCAAGGATT 


CTA^GQGAM 


ATTAATTAAT 


AQOGAOGATT 


4151 


TACAGAM3CA 


AGGTTATTCA 


CTCACATATA 


TTGATTTATG 


TACTGTTTCC 


4201 


ATTAAAAAAG 


GTAATTCAAA 


TGAAATTGTT 


AAATGTMTT 


AATTTTGTTT 


4251 


TCTTGATGTT 


TGTTTCATCA 


TCTTCTTTTG 


CTCAGGTMT 


TGAAATGAAT 


4301 


AATTCGCCTC 


TCDGCG\TTT 


TGTAACTTGG 


TATTCAAAGC 




435 1 


AATCCGTTATT 


Gil ICIUOCG 


ATGTAAAA3G 


TACTGTTACT 


GTATATTCAT 


4401 


CTGACGTTAA 


ACCTGWAT 


CTACQCAATT 


TCTTTAT7TC 


TGTTTTACGT 


4451 


GCTAATAATT 


TTGATAATGGT 


TGGTTCAATT 


CCTTOCATAA 


TTCAG4AGTA 


4501 


TMTCCAAAC 


MTCAGGATT 


ATATTGOTGA 


-AT7GCCATCA 


TCTGATMTC 


4551 


AGGAATATGA 


TGATAATTCC 


QCTCCTTUTG 


GTGGi i iui l 


TGTTOOGCM 


4601 


MTGATMTG 


TTACTCAAAC 


TTTTAAAATT 


MTAACGTTC 




4651 


TTTAATACGA 


GTTGTCGMT 


TGTTTGTAAA 


GTCTAATACT 


TCTAAATCCT 


4701 


CAAATGTATT 


ATCTATTG^C 


GGCTCTMTC 


TATTAGTTGT 


TAGTGCTOCT 


4751 


AMGATATTT 


TAGMAACCT 


TCCTCAATTC 


CTTTCTACTG 


TTGATTTGCC 


4801 


A/VCTG^OCAG 


ATATTGATTG 


AGGGHTTG^T 


ATTTGAGGTT 


CYTAAGSTG 


4851 


ATGCTTTAGA 


till ICATTT 


QCTGCTGGCT 


C1CAGOGTQG 


CACTGTTGCA 


4901 


GQOQGTGTTA 


AIACTG^DOG 


CCTCACCTCr 


GTTTTATCTT 


CTGCTQGTQG 


4951 


TTCGTTOGGT 


ATTTTTAATG 


GCGATGTTTT 


AGGGCTATG^ 


GTTDQOGCAT 


5001 


TAAAGACTM 


TAGOCATTCA 


AAAATATTGT 


CTGTGOCAOG 


TATTCTTACG 


5051 


CTTTCAGGTC 


AGAAGGGITC 


TATCTCTGTT 


GGXAGAATG 


TCCCI 1 1 IAT 


5101 


TAAAG4CTM 


TAGOCATTCA 


AAAATATTGT 


CTCHGOGAOG 


TATTCTTACG 


5151 


OG^TTG^GOG 


TCAAAATGTA 


GGTATTTCCA 


TGAGOG 1 1 1 1 


7CGTGTTGCA 



Figure 5 



Ml3mp18 Nucleic Acid Sequence 



9/^3 



5201 


ATQ3CTO30G • 


GTAATATTGT 


TCTGGATATT 




CCGATAGTTT 


5251 


GAGTTCICr 


AOGAQQCM 


GTGMGTTAT 


TACTAATCAA 


AG4AGTATTG 


5301 


CTACAAOGGT 


TMTTTGCGT 




CTCTTTTACT 


OGGTGGXTC 


5351 


ACTG^TTATA 


AAAACACTTC 


TCAAGATTCT 


GGOGTAOOGT 


TCCTGTCTM 


5401 


AATCCCTTTA 


ATDGQOCTOC 


TGTTTAGCTC 


CCGCTCTGAT 


TOOVVQG^GG 


5451 


AAN3CACGTT 


ATACGTGCTC 


GTCAAAGCAA 


OCATAGTAOG 


OQOOCTGTAG 


5501 


CQQCGCATTA 


ATOTGGGGG 


GTGTGGTGGT 


TACQOGCAGC 


GTGflOOQCTA 


5551 


CAOTOCCAG 


0Q00CTAGDG 


CXDCGCTDCTT 


TCGCII1CII 


cccrrccTTT 


5601 


CKX3XACGT 


togoogcttt 


TOOCOGTCM 


GCTCTAMTC 




5651 


TTTAQGGTTC 


C&ATTTAGIG 


CTTTACGGCA 


OCTDGflOOOC 


AAAAAACTTG 


5701 


ATTTGGGTG^ 


7GC3TTCACGT 


AGTGQGOCAT 


CGOOCTGATA 


G4CGGTTTTT 


5751 


CUUOJIIIG* 




CACGITCI 1 1 


MTAGTGGAC 


TCTTGTTCCA 


5801 


AACTQG4ACA 


AG4CTCAACC 


CTATCTOGQ3 


CTATTCTTTT 


GATTTATAAG 


5851 


GGATTTTGCC 


GAT1TOGGAA 


CCACXXTCflA 


ACAGGATTTT 


mCCTQCTQG 


5901 






TTGCTGCAAC 


7UTCTOV3GG 


OG^GQDQGTG 


5951 


AAQQQCMTC 


AGCTGTTGCC 


CGTUTOGCTG 




AAAOCACOCT 


6001 


QGOGOOCMT 




CCTCTCCOOG 


OQOGTTOQDC 


GATTCATTM 


6051 






TOOOG^CIGG 


AflAGCGQQCA 


GFGfiQOQCM 


6101 


CQCAATTMT 


GTGAGTTA3C 


TCACTCATTA 


QQQVDOCX^G 


GCTTTACACT 


Dial 


TTAT/VTT/V* 

I IATQUI ICC 


GQClGGTATCi 


TTGTGliQGAA 


TTGTG^GCGG 


ATAACAATTT 


6201 


CACACACGAA 


AGAGCTATG^ 


CCATGMTAC 


GAATTOG4GC 


TOQ3FA0OOG 


6251 


QCX^TOCTCT 




TOCAGQCA1G 


CAAGCnOQC 


ACTGQOOGTC 


6301 


GIIIIACAAC 


GTUGIGACTG 


GGWACCCT 


GQOCTTTACOC 


AACTTAATCG 


6351 


<xxtgcagca 


0\ATCCCCTT 


TOQOGAQCTG 


GOGTMTAGC 




6401 




cccrnxcAA 


GAGTTOCGCA 


Q0CIGAATGG 


o&xirrrrr, 


645 1 


TTTGCCTGGT _ 


TTOOQGG^OC 


A^GOQGTG 


O0Q3WQCT 


QGCTGGAGTG 


6501 


OGATCTTCCT 


GAGGQ0GATA 


OOGTOGTOGT 


(XCCTGAAAC 


TGGCACATGC 



Figure 5 
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6551 


ACGGYTAC&K 


6601 


AATOOQOCGT 


6651 


ATTTAATGTT 


6701 


TTCATGGOGT 


6751 


AOGCGAATTT 


6801 


ACMTCUCC 


6851 




6901 




6951 


QCTACOCTCT 


7001 


TGMQGTGM 


7051 


CTACACATTA 


7101 


TTTTATCCTT 


7151 


TGATMTGTT 



TOOQOOCATC TACACCAACG 

TTGnOCCAC G34GAATC0G 

GMGAAAGCt GGCTACAGGA 

TCCTATTGGT TAAAAAATG* 

TMCAAAATA TTAACGTTTA 

TGIIIIIQGG QCTTTTUTGA 

CTAGTTTTAC GMTACOGTT 

A3GO\ATC4C CTGATAGCCT 

OCQQCA7GAA TTTATCAQCT 

TTGACTGTCT OCGOXTTTC 

CTCAQQCATT GCATTTAAAA 

GOGTTG^AAT AAAGGCTTCT 

TTTGGTACAA OOGATTTACC 



TMCCTATCC G4TTACGGTC 

AOGQGnTGTT ACVCGCXCAC 

flGC£Ct&€G CGAMTATTT 

QCTGATTTAA CAAAAATTTA 

CAATTTAAAT ATTTGCTTAT 

TTATCAACCG GGCTACATAT 

CATCXiMTCT CTTGTTTGCT 

TTGTAGATCT CTCAAAAATA 

AG^ftOGGTTG MTATCATAT 

TCACCCTTTT GAATCTTTAC 

TATA7G4GGG TTCTAAAAAT 

OO0GCAAAA3 TATTACAGGG 

nTATGCTCT GAGGCTTTAT 



Figure 5 
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COMPLEMENTARY TO M 13 



POSITION 
64 5 


5' 3' 

AGCAACACTATCATA 
* 


POSITION 
631 


M13/I 


615 


*rv^AAT> ATA A A A A 

A0GA0GATA4AAA0C 


601 


M 13 /2 


585 


TTTTQCAAAAGAAGT 
* * 


571 


•VI ] J/ J 


555 


AATAGTAAAATGTTT 
* * 


541 


M^/4 


525 


CAATACRXX5C^ATG 


51 1 


M 13 /5 


495 


T^TCCQXTOAAA 


481 


M13/6 


465 


AGAA^ACGAGAATG^ 
* * 


451 


M13/7 


435 


CAQGTCTTTAOCCTG 
* 


421 


M 13 /8 


405 




391 


M13/9 


375 


A3GVV3300GVV^ 


361 


M 13/IO 




COMPLEMENTARY TO SS PHAGE DNA 




POSITION 
351 


5' * * 3' 

ATATTTGAAGTCTTT 
. * * 


POSITION 
366 


M 13 /1 1 


371 


TCI 1 1 1 IGATGCAAT 
* * 


386 


M 13 /12 


391 


CTATAATACTCAGGG 
* * 


406 


Mis/13 


411 


TGATTTATGGTCATT 
* * 


426 


M 13 /14 


431 


GTTTAAAGCATTTG^ 
* * 


446 


M 13/15 


451 


TATTTATGACGATTC 
• * 


466 


M13/I6 


471 


TATCCAGTCTAAACA 
* * 


486 


M13/17 


491 


CTCTGGCAAAACTTC 
* * 


506 


M13/I8 


511 


TCGCTATTTTGGTTT 


526 


M 13/1 9 


531 


AAAOGfiGGGTTTATGA 


546 


M 1 3/2 0 



Figure 6 



Primers for Nucleic Acid Production 
Derived from M13mp18 Sequence 
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Figure 7 

Appropriate M13mp18 Restriction Sites 



Lane 1: from calf thymus + Taq digested mp18 amplification reaction 
Lane 2: from Taq digested mp18 amplification reaction 
Lane 3: from calf thymus amplification reaction 
Lane 4: 0X174 Hint 1 size marker 



Figure 8 
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Lane 1: no template 

Lane 2: mp18 template, phosphate buffer 
Lane 3: Mspl/pBR322 size marker 
Lane 4: mp18 template, MOPS buffer 



Figure 9 




Top= (+) Template 
Bottom= (-) Template 

Lane 1: phosphate buffer 
Lane 2: MES 
Lane 3: MOPS 
Lane 4: DMAB 
Lane 5: DMG 

Lane 6: pBR322/Mspl size marker 



Figure 10 
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* 1 « i\ 

A 2:3 4 5 6 
/V * * \ * 




Lane 1 : DMAB buffer, no template 
Lane 2: DMAB buffer, mp1 8 template 
Lane 3: DMG buffer, no template 
Lane 4: DMG buffer, mp1 8 template 
Lane 5: No reaction 
Lane 6: 200 ng Taq I digested mp18 
size marker/positive control 



Figure 11 
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First Time Interval Second Time Interval 



Agarose Gel Analysis 

Lane 1: lambda Hind HI marker 

Lane 2: Amp/Untreated 

Lane 3: Amp/Kinased 

Lane 4: Amp/Kinased/Ligated 

Lane 5: PCR/Untreated 

Lane 6: PCR/Kinased 

Lane 7: PCR/Kinased/Ligated 

Lane 8: 0X174/Hinf1 marker 



Figure 12 




Figure 13 
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1 2 34 5 6 




Lane 1 : Primers alone 

Lane 2: Primers + taq digested M13 DNA 

Lane 3: Molecular weight markers 

Lane 4: Primers + RNA 

Lane 5: Primers alone 

Lane 6: M13 digested DNA 

Buffer was dimethyl amino glycine, pH 8.6 



Figure 14 
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1 2 34 5 6 




Lane 1: Primers alone 

Lane 2: Primers + taq digested M13 DNA 

Lane 3: Molecular weight markers 

Lane 4: Primers + RNA 

Lane 5: Primers alone 

Lane 6; M13 digested DNA 

Buffer was dimethyl amino glycine, pH 8.6 



Figure 15 
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Figure 16 
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pIBI 31-BH5-2 

fmet AUG of Lac z (T7 Promotor region—* 

LAC PROMOTOR..ATG ACC ATG ATT ACG CCA GAT ATC AAA TTA ATA CGA CTC ACT ATA 

oligo 50-mer 3'- tac t*aa t*gc ggt* ct*a t*ag t*Vt aat* tat* get* gag t'ga t*at* c-5' 

10 base insert 

T7 RNA Start [«« T3 Promotor Region ] 
IGGG CTC ICCT TTA GTG ACG GTT AAT 
•••»») «- T3 Start Signal 



pIBI 31 BSII/HCV 

fmet AUG of Lac z (T3 Promotor region -») T3 RNA Start 
LAC PROMOTOR .ATG ACC ATG ATT ACG CCA AGC TCG AAA TTA ACC CTC ACT AAA /GGG 
oligo 50-mer 3'- tac t*aa t*ac t*aa t*gc ggt* t*V--10 base insert- 

{«- T7 Promotor Region ) 

MULTIPLE CLONING SITE + 390 BASE INSERT CTA /TAG TGA GTC CGT ATT AAT.... 

«- T7 Start Signal 

5'-cra t*ag t*ga gt*c gt*a tt*a at* , 



Figure 18 



